Create a FOLDER named BIOINFO in your PC. 

Download Bioinformatics90-02.exe from ftp://163.25.92.42/bioinfo90-02.exe 

Open and self-extracting the file.

You should find the files:

Bioinformatics90-02.ppt

Exercise90-02.doc

and the folder FrontPage

Bioinformatics90 Exercise03-1 Unix Commands
Start Netterm

Connect to gcg.nhri.org.tw
IRIX (gcg2)

login:???????????
Password:???????

IRIX Release 6.4 IP27 gcg2

Copyright 1987-1997 Silicon Graphics, Inc. All Rights Reserved.

Last login: Thu Mar 07 08:10:14 CST 2002 by UNKNOWN@210.208.177.8

You have mail.

**********************************************************************

*               WELCOME TO THE NHRI GCG SERVER !                     *

*                                                                    *

*                                                                    *

*          Type  go  to start the GCG Package !                      *

*               ===                                                  *

*                                                                    *

*          Type  gcgm  to start the manual driven GCG Package !      *

*                ===                                                 *

*                                                                    *

*  Online help: % genhelp or http://gcg.nhri.org.tw                  *

*                                                                    *

*  problem report by email: gcg@nhri.org.tw                          *

*                                                                    *

**********************************************************************

gcg2 1% go (Start the GCG Package)

                     Welcome to the WISCONSIN PACKAGE

                           Version 10.1-UNIX

                             Installed on irix

           Copyright (c) 1982-2000, Genetics Computer Group, Inc.

 A wholly owned subsidiary of Oxford Molecular Group, Inc. All rights reserved.

          Published research assisted by this software should cite:

 Wisconsin Package Version 10.1, Genetics Computer Group (GCG), Madison, Wisc.

        Databases available:

                GenBank               Release  118.0  (06/2000)

                EMBL (Abridged)       Release   62.0  (03/2000)

                PIR-Protein           Release   65.0  (06/2000)

                NRL_3D                Release   27.0  (03/2000)

                SWISS-PROT            Release   39.0  (06/2000)

                SP-TREMBL             Release   14.0  (06/2000)

                PROSITE               Release   16.0  (07/1999)

                Restriction Enzymes (REBASE)          (06/2000)

        Technical support: phone (608) 231-5200 or e-mail Help@GCG.Com

             Online help: % genhelp or http://www.gcg.com/genhelp/

             GCG System Support Environment Initialized.

gcg2 2% ls (List directories and files)

CeLR        GAS         SEQUENCING  TVCDC       WEIMIN      src.txt

DAT         PRACTICE    TEMP        TVLDLR      c-src.txt

gcg2 3% mkdir M900XXXX (make a directory)(*Use CAPITAL LETTERS for folders)

gcg2 4% ls (List directories and files)
CeLR        M900XXXX  PRACTICE    TEMP        TVLDLR      c-src.txt

DAT         GAS         SEQUENCING  TVCDC       WEIMIN      src.txt

gcg2 5% cd F104431543 (Go to the directory)

gcg2 6% ls (List directories and files)
gcg2 7% fetch aminoacid.dat (Download the file aminoacid.dat)

Fetch copies GCG sequences or data files from the GCG database

into your directory or displays them on your terminal screen.

 aminoacid.dat

gcg2 8% ls (List directories and files)
aminoacid.dat
gcg2 9% more aminoacid.dat (List the contents of a files page by page)
Table used by PEPTIDESORT to find the properties of the different

amino acid residues.

Hydrophobicities assigned according to Janin, Nature 277; 491-492 (1979)

HPLC retention values assigned according to Meek, PNAS 77; 1632-1636

(1980), using a linear acetonitrile gradient, 0.75% per minute, at

room temperature.

AmAcid MolWt   Charge Aroma Acid Base  Sulfur Phil phob retn2.1 retn7.4

 ..

Ala    89.09     0     0     0     0     0     0     1    -0.1    0.5

Arg   174.20     1     0     0     1     0     1     0    -4.5    0.8

Asn   132.12     0     0     0     0     0     1     0    -1.6   -0.8

Asp   133.10    -1     0     1     0     0     1     0    -2.8   -8.2

Asx   132.61    -.5    0     1     0     0     1     0    -2.2   -4.5

Ave   128.16     0     0     0     0     0     0     0     0.0    0.0

COO        0     0     0     0     0     0     0     0     6.9   -3.0

Cys   121.15     0     0     0     0     1     0     1    -2.2   -6.8

End        0     0     0     0     0     0     0     0     0.0    0.0

Gln   146.15     0     0     0     0     0     1     0    -2.5   -4.8

Glu   147.13    -1     0     1     0     0     1     0    -7.5  -16.9

Glx   146.64    -.5    0     1     0     0     1     0    -5.0  -10.8

aminoacid.dat (52%) Press Space bar or Enter
Gly    75.07     0     0     0     0     0     0     1    -0.5    0.0

His   155.16     0     0     0     0     0     1     0     0.8   -3.5

Ile   131.17     0     0     0     0     0     0     1    11.8   13.9

Leu   131.17     0     0     0     0     0     0     1    10.0    8.8

Lys   146.19     1     0     0     1     0     1     0    -3.2    0.1

Met   149.21     0     0     0     0     1     0     1     7.1    4.8

NH2        0     0     0     0     0     0     0     0    -0.4    2.4

Phe   165.19     0     1     0     0     0     0     1    13.9   13.2

Pro   115.13     0     0     0     0     0     1     0     8.0    6.1

Ser   105.09     0     0     0     0     0     1     0    -3.7    1.2

Thr   119.12     0     0     0     0     0     1     0     1.5    2.7

Trp   204.23     0     1     0     0     0     0     1    18.1   14.9

Tyr   181.19     0     1     0     0     0     0     1     8.2    6.1

Val   117.15     0     0     0     0     0     0     1     3.3    2.7

aminoacid.dat :END Press enter
gcg2 10% cat aminoacid.dat
Table used by PEPTIDESORT to find the properties of the different

amino acid residues.

Hydrophobicities assigned according to Janin, Nature 277; 491-492 (1979)

HPLC retention values assigned according to Meek, PNAS 77; 1632-1636

(1980), using a linear acetonitrile gradient, 0.75% per minute, at

room temperature.

AmAcid MolWt   Charge Aroma Acid Base  Sulfur Phil phob retn2.1 retn7.4

 ..

Ala    89.09     0     0     0     0     0     0     1    -0.1    0.5

Arg   174.20     1     0     0     1     0     1     0    -4.5    0.8

Asn   132.12     0     0     0     0     0     1     0    -1.6   -0.8

Asp   133.10    -1     0     1     0     0     1     0    -2.8   -8.2

Asx   132.61    -.5    0     1     0     0     1     0    -2.2   -4.5

Ave   128.16     0     0     0     0     0     0     0     0.0    0.0

COO        0     0     0     0     0     0     0     0     6.9   -3.0

Cys   121.15     0     0     0     0     1     0     1    -2.2   -6.8

End        0     0     0     0     0     0     0     0     0.0    0.0

Gln   146.15     0     0     0     0     0     1     0    -2.5   -4.8

Glu   147.13    -1     0     1     0     0     1     0    -7.5  -16.9

Glx   146.64    -.5    0     1     0     0     1     0    -5.0  -10.8

Gly    75.07     0     0     0     0     0     0     1    -0.5    0.0

His   155.16     0     0     0     0     0     1     0     0.8   -3.5

Ile   131.17     0     0     0     0     0     0     1    11.8   13.9

Leu   131.17     0     0     0     0     0     0     1    10.0    8.8

Lys   146.19     1     0     0     1     0     1     0    -3.2    0.1

Met   149.21     0     0     0     0     1     0     1     7.1    4.8

NH2        0     0     0     0     0     0     0     0    -0.4    2.4

Phe   165.19     0     1     0     0     0     0     1    13.9   13.2

Pro   115.13     0     0     0     0     0     1     0     8.0    6.1

Ser   105.09     0     0     0     0     0     1     0    -3.7    1.2

Thr   119.12     0     0     0     0     0     1     0     1.5    2.7

Trp   204.23     0     1     0     0     0     0     1    18.1   14.9

Tyr   181.19     0     1     0     0     0     0     1     8.2    6.1

Val   117.15     0     0     0     0     0     0     1     3.3    2.7

gcg2 10% cat aminoacid.* (list ALL the files start with aminoacid)

gcg2 11% cp aminoacid.dat aminoacid.test01 (copy a file to another file name)

gcg2 12% ls (List directories and files)
aminoacid.dat     aminoacid.test01
gcg2 13% mv aminoacid.test01 aminoacid.test02 (rename a file)

gcg2 14% ls (List directories and files)
aminoacid.dat     aminoacid.test02
gcg2 15% rm aminoacid.test02 (remove the file)

gcg2 16% ls (List directories and files)
aminoacid.dat

gcg2 17% rm aminoacid.dat (remove the file)

gcg2 18% ls (List directories and files)
gcg2 19% cd (go to the parent directory)

gcg2 20% ls (List directories and files)
CeLR        F104431543  PRACTICE    TEMP        TVLDLR      c-src.txt

DAT         GAS         SEQUENCING  TVCDC       WEIMIN      src.txt

gcg2 21% rmdir F104431543 (Remove the directory)

gcg2 22% ls (List directories and files)
CeLR        GAS         SEQUENCING  TVCDC       WEIMIN      src.txt

DAT         PRACTICE    TEMP        TVLDLR      c-src.txt

Bioinformatics90 Exercise02-2 File Transfer via FTP
Start Netterm

Connect to gcg.nhri.org.tw
Repeat steps 1-16

Start WSFtp

Connect to gcg.nhri.org.tw
Go to the folder you just created in GCG, then drag & drop aminoacid.dat to C:/

Bioinformatics90 Exercise02-2 FrontPage

Create a WWW site of “Genome Sequencing Centers and Databases.

