gcg2 8% fetch tfsites.dat

Fetch copies GCG sequences or data files from the GCG database

into your directory or displays them on your terminal screen.

 tfsites.dat

gcg2 9% mv tfsites.dat enzymes.dat
gcg2 10% map gb:z18853
Map maps a DNA sequence and displays both strands of the mapped sequence

with restriction enzyme cut points above the sequence and protein

translations below.   Map can also create a peptide map of an amino acid

sequence.

                  Begin (* 1 *) ?

                End (*  1144 *) ?

 Select the enzymes:  Type nothing or "*" to get all enzymes. Type "?"

 for help on which enzymes are available and how to select them.

                                       Enzyme(* * *):

 What protein translations do you want:

      a) frame 1   b) frame 2   c) frame 3

      d) frame 4   e) frame 5   f) frame 6

      t)hree forward frames   s)ix frames   o)pen frames only

      n)o protein translation   q)uit

 Please select (capitalize for 3-letter) (* t *):  n

 What should I call the output file (* z18853.map *) ?  z18853-tfsites.map
 Mapping ..............................

 Writing .................... ..

 MAP complete with:

   Sequence Length:   1,144

    Enzymes Chosen:     209

    Cutsites found:     185

          CPU time:   00.77

       Output file: z18853-tfsites.map

gcg2 11% cat z18853-tfsites.map
