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Databases Survey

A special LinkResource covering various DataBases

DataBase Links are given with brief description 
of content

2 http://www.uni-konstanz.de/FuF/Bio/Bioinformatik/bivli_db.htm2 http://www.uni-konstanz.de/FuF/Bio/Bioinformatik/bivli_db.htm
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Databases Survey

There are many Types of DataBases

l Just some examples ...
l Organisms

è Eukaryotes, Prokaryotes
è Animals, Plants
è Viruses

l Organelles
è Mitochondria, Chloroplasts

l Molecular Classes
è mRNA
è tRNA etc.

l Special Sequences
è Promotors, Attenuators, Enhancers, Introns etc.
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Databases Survey

Examples of DataBanks covering Organisms – Whole Genomes

l Human Genome
è TIGR Site

l Bacteria
è Escherichia coli
è Helicobacter pylori

l Plants
è Maize
è Rice

l Fungi
è Saccharomyces cerevisiae
è Dictyostelium

l Viruses
è Adenoviruses
è HIV
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Databases Survey

Always a good Site to start with ...  TIGR

WebSite Info  - Genome 
Projects
TIGR's Genome Projects are 
a collection of curated
databases containing DNA 
and protein sequence, gene 
expression, cellular role, 
protein family, and 
taxonomic data for microbes, 
plants and humans. 
Anonymous FTP access to 
sequence data is also 
provided.

WebSite Info  - Genome 
Projects
TIGR's Genome Projects are 
a collection of curated
databases containing DNA 
and protein sequence, gene 
expression, cellular role, 
protein family, and 
taxonomic data for microbes, 
plants and humans. 
Anonymous FTP access to 
sequence data is also 
provided.

2 http://www.tigr.org/tdb/index.shtml2 http://www.tigr.org/tdb/index.shtml
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The Human Genome DataBase is still evolving ...

WebSite Info  - Human Chromosome Genomic Sequencing Status 
TIGR has been awarded a grant from the NHGRI to sequence the short 
arm of chromosome 16. TIGR will shotgun sequence clones from the
Caltech BAC Library. This project is a collaboration between TIGR, 
Caltech, and Los Alamos National Laboratory. A summary of the 
status of the map can be found at the CalTech chromosome 16 page. 
TIGR has completed, annotated, and submitted to GenBank 11,789,414
bp of human genomic sequence. 

WebSite Info  - Human Chromosome Genomic Sequencing Status 
TIGR has been awarded a grant from the NHGRI to sequence the short 
arm of chromosome 16. TIGR will shotgun sequence clones from the
Caltech BAC Library. This project is a collaboration between TIGR, 
Caltech, and Los Alamos National Laboratory. A summary of the 
status of the map can be found at the CalTech chromosome 16 page. 
TIGR has completed, annotated, and submitted to GenBank 11,789,414
bp of human genomic sequence. 

2 http://www.tigr.org/tdb/humgen/humgen.html2 http://www.tigr.org/tdb/humgen/humgen.html

http://www.tigr.org/tdb/humgen/humgen.html
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Databases Survey

A Specialized DataBase for long Human Proteins

WebSite Info  - The HUGE protein database has 
been created to publicize the fruits of our Human 
cDNA project at the Kazusa DNA Research Institute. 

WebSite Info  - The HUGE protein database has 
been created to publicize the fruits of our Human 
cDNA project at the Kazusa DNA Research Institute. 2 http://www.kazusa.or.jp/huge/2 http://www.kazusa.or.jp/huge/

http://www.kazusa.or.jp/huge/
http://www.kazusa.or.jp/huge/
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Databases Survey

One of the Yeast Genome Sites

Website Info  - SGDTM is a 
scientific database of the 
molecular biology and 
genetics of the yeast
Saccharomyces cerevisiae, 
which is commonly known 
as baker's or budding yeast 

Website Info  - SGDTM is a 
scientific database of the 
molecular biology and 
genetics of the yeast
Saccharomyces cerevisiae, 
which is commonly known 
as baker's or budding yeast 

2 http://genome-www.stanford.edu/Saccharomyces/2 http://genome-www.stanford.edu/Saccharomyces/

http://genome-www.stanford.edu/Saccharomyces/
http://genome-www.stanford.edu/Saccharomyces/
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Databases Survey

The Maize Genome DataBase

WebSite Info  -
ZmDB is a 
repository and 
analysis tool for 
sequence, 
expression, and 
phenotype data 
generated in 
this project. The 
site also 
provides online 
ordering of the 
materials 
generated in 
this project, 
including EST 
clones, seeds of 
mutant plants, 
and microarrays
of amplified 
EST and 
genomic DNA 
sequences.

WebSite Info  -
ZmDB is a 
repository and 
analysis tool for 
sequence, 
expression, and 
phenotype data 
generated in 
this project. The 
site also 
provides online 
ordering of the 
materials 
generated in 
this project, 
including EST 
clones, seeds of 
mutant plants, 
and microarrays
of amplified 
EST and 
genomic DNA 
sequences.

2 http://zmdb.iastate.edu/2 http://zmdb.iastate.edu/

http://zmdb.iastate.edu/
http://zmdb.iastate.edu/
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Databases Survey

The Rice Genome DataBase

WebSite Info  - INE is the Japanese 
word for rice plant. It is used here as 
an abbreviation for INtegrated rice 
genome Explorer - a database 
integrating the genetic map, physical 
map and sequencing information of 
rice genome. 
The integrated maps are presented 
for each chromosome. Alternatively 
search marker directly leads to 
available data on specific DNA 
clones. 

WebSite Info  - INE is the Japanese 
word for rice plant. It is used here as 
an abbreviation for INtegrated rice 
genome Explorer - a database 
integrating the genetic map, physical 
map and sequencing information of 
rice genome. 
The integrated maps are presented 
for each chromosome. Alternatively 
search marker directly leads to 
available data on specific DNA 
clones. 

2 http://rgp.dna.affrc.go.jp/giot/INE.html2 http://rgp.dna.affrc.go.jp/giot/INE.html

http://rgp.dna.affrc.go.jp/giot/INE.html
http://rgp.dna.affrc.go.jp/giot/INE.html
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Databases Survey

Adenovirus Sequence Sites

WebSite Info  - Early Region 1A (E1A) products of human 
Adenovirus 5 (Ad5). The proteins encoded by Ad5 E1A have 
proven useful as tools for dissecting the mechanisms of complex 
cellular processes such as the regulation of gene expression, cell 
growth and differentiation. This site contains information on E1A 
mutations and their phenotypes, cellular proteins targeted by E1A, 
general data on E1A, etc.

WebSite Info  - Early Region 1A (E1A) products of human 
Adenovirus 5 (Ad5). The proteins encoded by Ad5 E1A have 
proven useful as tools for dissecting the mechanisms of complex 
cellular processes such as the regulation of gene expression, cell 
growth and differentiation. This site contains information on E1A 
mutations and their phenotypes, cellular proteins targeted by E1A, 
general data on E1A, etc.

2 http://www.geocities.com/CapeCanaveral/Hangar/2541/index.html2 http://www.geocities.com/CapeCanaveral/Hangar/2541/index.html

http://www.geocities.com/CapeCanaveral/Hangar/2541/index.html
http://www.geocities.com/CapeCanaveral/Hangar/2541/index.html
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Databases Survey

One of many Resources on HIV
WebSite Info  - Internet 
information resources for 
HIV/AIDS are numerous 
and easily accessible 
through the World Wide 
Web. Like other subject 
areas, this vast amount of 
information has not been 
adequately organized. For 
my attempt, I have 
grouped all the HIV/AIDS 
sites that we have located 
into several general 
categories. These are not 
exclusive and some sites 
may appear in more than 
one area.

WebSite Info  - Internet 
information resources for 
HIV/AIDS are numerous 
and easily accessible 
through the World Wide 
Web. Like other subject 
areas, this vast amount of 
information has not been 
adequately organized. For 
my attempt, I have 
grouped all the HIV/AIDS 
sites that we have located 
into several general 
categories. These are not 
exclusive and some sites 
may appear in more than 
one area.

2 http://ubik.microbiol.
washington.edu/HIV
sites.html

2 http://ubik.microbiol.
washington.edu/HIV
sites.html

http://ubik.microbiol
http://ubik.microbiol
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Retroviral Resource

WebSite Info
DB Search does a straightforward search on a large 
number of database fields.
Ouput comes in the form og Genbank-style sequences. 
This interface does allow searches by subtype, and 
country, and accession number or sequence name, and 
can produce output file sin Genbank, Fasta, and 
Intelligenetics format.

WebSite Info
DB Search does a straightforward search on a large 
number of database fields.
Ouput comes in the form og Genbank-style sequences. 
This interface does allow searches by subtype, and 
country, and accession number or sequence name, and 
can produce output file sin Genbank, Fasta, and 
Intelligenetics format.

2 http://retro.lanl.gov/2 http://retro.lanl.gov/

http://retro.lanl.gov/
http://retro.lanl.gov/
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The Helicobacter Genome DataBase

WebSite Info  - Helicobacter 
pylori is a micro-aerophilic, 
Gram-negative, slow-growing, 
spiral-shaped and flagellated 
organism. Its most characteristic 
enzyme is a potent multisubunit 
urease that is crucial for its 
survival at acidic pH and for its 
successful colonization of the 
gastric environment, a site that 
few other microbes can colonize. 
H. pylori is probably the most 
common chronic bacterial 
infection of humans, present in 
almost half of the world 
population. The presence of the 
bacterium in the gastric mucosa 
is associated with chronic active 
gastritis and is implicated in 
more severe gastric diseases, 
including chronic atrophic 
gastritis (a precursor of gastric 
carcinomas), peptic ulceration
and mucosa-associated lymphoid 
tissue lymphomas. 

WebSite Info  - Helicobacter 
pylori is a micro-aerophilic, 
Gram-negative, slow-growing, 
spiral-shaped and flagellated 
organism. Its most characteristic 
enzyme is a potent multisubunit 
urease that is crucial for its 
survival at acidic pH and for its 
successful colonization of the 
gastric environment, a site that 
few other microbes can colonize. 
H. pylori is probably the most 
common chronic bacterial 
infection of humans, present in 
almost half of the world 
population. The presence of the 
bacterium in the gastric mucosa 
is associated with chronic active 
gastritis and is implicated in 
more severe gastric diseases, 
including chronic atrophic 
gastritis (a precursor of gastric 
carcinomas), peptic ulceration
and mucosa-associated lymphoid 
tissue lymphomas. 

2 http://www.tigr.org/tigr-
scripts/CMR2/GenomePa
ge3.spl?database=ghp

2 http://www.tigr.org/tigr-
scripts/CMR2/GenomePa
ge3.spl?database=ghp

http://www.tigr.org/tigr-
http://www.tigr.org/tigr-
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Databases Survey

The TIGR Genome Sites offer more than just a Sequence
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Databases Survey

The Mitochondrial DataBase

WebSite Info  - A human 
mitochondrial genome 
database.
A compendium of 
polymorphisms and mutations 
of the human mitochondrial
DNA

WebSite Info  - A human 
mitochondrial genome 
database.
A compendium of 
polymorphisms and mutations 
of the human mitochondrial
DNA

2 http://www.gen.emory.edu/mitomap.html2 http://www.gen.emory.edu/mitomap.html

http://www.gen.emory.edu/mitomap.html
http://www.gen.emory.edu/mitomap.html
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Databases Survey

The rRNA DataBase

WebSite Info  - The Ribosomal Database Project (RDP) provides 
ribosome related data services to the scientific community, 
including online data analysis, rRNA derived phylogenetic trees, 
and aligned and annotated rRNA sequences. 

WebSite Info  - The Ribosomal Database Project (RDP) provides 
ribosome related data services to the scientific community, 
including online data analysis, rRNA derived phylogenetic trees, 
and aligned and annotated rRNA sequences. 

2 http://rdp.cme.msu.edu/html/2 http://rdp.cme.msu.edu/html/

http://rdp.cme.msu.edu/html/
http://rdp.cme.msu.edu/html/
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Databases Survey

The 5S rRNA DataBase

WebSite Info  - The 
sequences in 5S rRNA
Database can be 
accessed using the 
alphabetical list of 
organisms for 
Prokaryota (Archaea and 
Eubacteria) and 
Eukaryota or the 
taxonomic 5S RNA 
sequence browser. 

WebSite Info  - The 
sequences in 5S rRNA
Database can be 
accessed using the 
alphabetical list of 
organisms for 
Prokaryota (Archaea and 
Eubacteria) and 
Eukaryota or the 
taxonomic 5S RNA 
sequence browser. 

2 http://rose.man.poznan.pl/5SData/index.html2 http://rose.man.poznan.pl/5SData/index.html

http://rose.man.poznan.pl/5SData/index.html
http://rose.man.poznan.pl/5SData/index.html
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An Exon-Intron DataBase

WebSite Info  - The Exon-
Intron Database
An exhaustive database of 
protein-coding intron-
containing genes

WebSite Info  - The Exon-
Intron Database
An exhaustive database of 
protein-coding intron-
containing genes

2 http://mcb.harvard.edu/gilbert/EID/2 http://mcb.harvard.edu/gilbert/EID/

http://mcb.harvard.edu/gilbert/EID/
http://mcb.harvard.edu/gilbert/EID/
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Databases Survey

A Yeast Intron DataBase

WebSite Info  - The Yeast Intron DataBase (YIDB) contains currently available information about all introns 
encoded in the nuclear and mitochondrial genomes of the yeast Saccharomyces cerevisiae. Introns are divided 
according to their mechanisms of excision as: pre-mRNA introns, tRNA introns, the HAC1 intron, group I introns, 
group II introns. 
Information about the host genome, the type of RNA in which they are inserted and their primary structure are 
provided together with references. For nuclear pre-mRNA introns transcription frequencies, as determined by 
microarray experiments, have also been included. 

WebSite Info  - The Yeast Intron DataBase (YIDB) contains currently available information about all introns 
encoded in the nuclear and mitochondrial genomes of the yeast Saccharomyces cerevisiae. Introns are divided 
according to their mechanisms of excision as: pre-mRNA introns, tRNA introns, the HAC1 intron, group I introns, 
group II introns. 
Information about the host genome, the type of RNA in which they are inserted and their primary structure are 
provided together with references. For nuclear pre-mRNA introns transcription frequencies, as determined by 
microarray experiments, have also been included. 

2 http://www.embl-heidelberg.de/ExternalInfo/seraphin/yidb.html2 http://www.embl-heidelberg.de/ExternalInfo/seraphin/yidb.html

http://www.embl-heidelberg.de/ExternalInfo/seraphin/yidb.html
http://www.embl-heidelberg.de/ExternalInfo/seraphin/yidb.html
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A DataBase on Non-Coding RNAs

WebSite Info  - In last few years much data has accumulated on various non-translatable RNA transcripts 
that are synthesised in different cells. They are lacking in protein coding capacity and it seems that they 
work mainly or exclusively at the RNA level. All known non-coding RNA transcripts are collected in the 
database: http://www.man.poznan.pl/5SData/ncRNA/index.html 

WebSite Info  - In last few years much data has accumulated on various non-translatable RNA transcripts 
that are synthesised in different cells. They are lacking in protein coding capacity and it seems that they 
work mainly or exclusively at the RNA level. All known non-coding RNA transcripts are collected in the 
database: http://www.man.poznan.pl/5SData/ncRNA/index.html 

2 http://biobases.ibch.poznan.pl/ncRNA/2 http://biobases.ibch.poznan.pl/ncRNA/

http://www.man.poznan.pl/5SData/ncRNA/index.html
http://www.man.poznan.pl/5SData/ncRNA/index.html
http://biobases.ibch.poznan.pl/ncRNA/
http://biobases.ibch.poznan.pl/ncRNA/
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A Protein Domain Library

WebSite Infos  - SBASE entries 
are currently grouped by Standard 
names (SN groups)  that designate 
various functional and structural 
domains of protein  sequences. 

WebSite Infos  - SBASE entries 
are currently grouped by Standard 
names (SN groups)  that designate 
various functional and structural 
domains of protein  sequences. 

2 http://www3.icgeb.trieste.it/~sbasesrv/2 http://www3.icgeb.trieste.it/~sbasesrv/

http://www3.icgeb.trieste.it/~sbasesrv/
http://www3.icgeb.trieste.it/~sbasesrv/
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A 2D DataBase

WebSite Info  - SWISS-2DPAGE (http://www.expasy.ch/ch2d/ ) is an annotated two-dimensional polyacrylamide 
gel electro-phoresis (2-DE) database established in 1993. 
WebSite Info  - SWISS-2DPAGE (http://www.expasy.ch/ch2d/ ) is an annotated two-dimensional polyacrylamide 
gel electro-phoresis (2-DE) database established in 1993. 

2 http://nar.oupjournals.org/cgi/content/abstract/28/1/2862 http://nar.oupjournals.org/cgi/content/abstract/28/1/286

http://www.expasy.ch/ch2d/
http://www.expasy.ch/ch2d/
http://nar.oupjournals.org/cgi/content/abstract/28/1/286
http://nar.oupjournals.org/cgi/content/abstract/28/1/286
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Databases Survey

The SWISSPROT 2DPAGE Resource

WebSite Info  -
SWISS-2DPAGE -
Two-dimensional 
polyacrylamide gel 
electrophoresis 
database. SWISS-
2DPAGE contains 
data on proteins 
identified on various
2-D PAGE reference 
maps. 

WebSite Info  -
SWISS-2DPAGE -
Two-dimensional 
polyacrylamide gel 
electrophoresis 
database. SWISS-
2DPAGE contains 
data on proteins 
identified on various
2-D PAGE reference 
maps. 

2 http://www.expasy.ch/ch2d/2 http://www.expasy.ch/ch2d/

http://www.expasy.ch/ch2d/
http://www.expasy.ch/ch2d/


Klaus P. Schaefer - Bioinformatics and Drug Researech - biv105  - 26 May 2003 25

Databases Survey

A Resource of Gene Regulatory Sequences

WebSite Info  - Composite regulatory elements: structure, function and 
classification.  Composite regulatory elements contain two closely situated 
binding sites for distinct transcription factors, and actually are minimal 
functional units providing combinatorial transcriptional regulation.

WebSite Info  - Composite regulatory elements: structure, function and 
classification.  Composite regulatory elements contain two closely situated 
binding sites for distinct transcription factors, and actually are minimal 
functional units providing combinatorial transcriptional regulation.

2 http://compel.bionet.nsc.ru/2 http://compel.bionet.nsc.ru/

http://compel.bionet.nsc.ru/
http://compel.bionet.nsc.ru/

